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• The National Collection of Type Cultures (NCTC) is the world's oldest bacterial strain collection that was specifically established to provide strains globally to support scientific research.
• NCTC has supplied authenticated strains of medical and veterinary importance to the scientific community since 1920.
• NCTC contains over 5000 bacterial type and reference strains of known provenance and contains both historical and modern submissions from Biosafety Level 2 and 3.
• In addition to the general catalogue NCTC has a fully curated bacteriophage and plasmid archive that has not been made available to the wider scientific community.
• The NCTC bacteriophage collection consists of over 100 bacteriophage and their corresponding bacterial hosts which were originally deposited primarily for their value in bacterial typing.
• The NCTC plasmid collection contains over 400 unique plasmids which were originally curated to examine the biology of plasmid transfer between and within bacterial strains.
• Strains within the NCTC bacteriophage collection are currently being characterised using a range of methods including electron microscopy.
• Plasmid strains are currently being characterised using sequencing, restriction fragment digest profiles and phenotypic antimicrobial resistance (AMR)
testing.
• Once characterised the bacteriophage and plasmid strains will be fully rebanked and made available to scientists globally to support scientific research.
• Fully authenticated bacteriophage and plasmid strains will be made available complete with a certificate of analysis from July 2019.
The Bacteriophage collection
• The NCTC bacteriophage collection is comprised of over 110 bacteriophage and their corresponding bacterial hosts.
• The collection consists of bacteriophage from the following hosts: Streptococcus agalactiae, Staphylococcus aureus, Escherichia coli and Campylobacter.
• To date there is a paucity of information on the bacteriophage within the collection as the majority were historically only characterised in relation to their host strain.
• This work was funded by a PHE pipeline grant PLF 119 • In 2017 NCTC was awarded a PHE pipeline funding grant to rejuvenate the NCTC bacteriophage and plasmid collections. It is intended that this grant will be used to (i) fully characterise and rebank these collections and (ii) to act as dynamic repository for scientists who need to both source and deposit bacteriophages and plasmids.
• www.pheculturecollections.org.uk
• www.ncbi.nlm.nih.gov/bioproject/251923
• @NCTC_3000
• NCTC has a historical collection of typing phage and antimicrobial resistant plasmids which are currently not available to the scientific community. These strains represent a very important biological resource and they are now being fully characterised and rebanked.
• The NCTC bacteriophage and plasmid collection once fully operational will be a dynamic repository into which microbiologists can both source and deposit strains to support accessibility and reproducibility in science and industry.
• NCTC is also a long established International Depository Authorities (IDAs) for the deposit of pathogenic bacteria (both clinical and veterinary) and their associated bacteriophage and plasmids for the purposes of patenting under the Budapest Treaty.
The Plasmid collection
• The NCTC plasmid collection is comprised of over 400 plasmids which have been transformed into laboratory adapted hosts (e.g. E. coli K12).
• The plasmids have historically been characterised by size and antimicrobial resistance phenotype. For plasmid strains which have since been fully sequenced the plasmid strain will be reauthenticated using restriction enzyme digest profiles ( Figure Two) . The plasmids for which a full complete sequence is unavailable the plasmid host will be tested for its phenotypic AMR profile. 
